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Supplementary Figure 1 
 
Kinetic of pro-inflammatory cytokines production during MPXV infection.  
The quantification of cytokines (IL1β, IL-6, IL-8, TNF) in plasma samples was performed by 
automated multiplex immunoassays on Ella™ (San José, CA, USA). The hatched line identified the 
median level of healthy controls (n=10). The green dot identified paucisymptomatic patients, while 
the red dots identified HIV-positive patients. 
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Supplementary Figures 2 
 
Metaclusters among CD4+ T cells. Projection of UMAP graphs stratified by sample embedded 
with FlowSOM clusters. 
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Supplementary Figures 3 
 
UMAP graphs coloured according to the expression of the 9 markers used for CD4+ T cell 
phenotyping. 
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Supplementary Figures 4 
 
Proportion of CD4+ T-cells in different clusters.  
Dotplots show the relative cell percentage of different CD4+ T-cell clusters between healthy donors 
(H; blue circles; n=4), and monkeypox patients (red circles; n=5). The central bar represents the 
mean ± SEM. When significant, the statistical relevant adjusted p-values obtained by GLMM 
statistical test comparing H and M cluster percentages are reported in the figure. 
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Supplementary Figures 5 
 
Metaclusters among CD8+ T cells. Projection of UMAP graphs stratified by sample embedded 
with FlowSOM clusters.  
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Supplementary Figures 6 
 
UMAP graphs coloured according to the expression of 9 markers used for CD8+ T cell 
phenotyping.  
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Supplementary Figures 7 
 
The proportion of CD8+ T-cells in different clusters. Dotplots show the relative cell percentage 
of different CD8+ T-cell clusters between healthy donors (H; blue circles; n=4), and monkeypox 
patients (red circles; n=5). The central bar represents the mean ± SEM. When significant, the 
statistical relevant adjusted p-values obtained by GLMM statistical test comparing H and M cluster 
percentages are reported in the figure.  
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INMI Monkeypox Study Group 
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